Introduction
. Genotypes that were still 314 heterozygous across the delimited locus were selfed and 100 F 4 plants were evaluated for 315 differences in flowering time. This process narrowed the Ma 2 locus to a region spanning ~500 kb 316 containing 76 genes (67.72Mb-68.22Mb) (Fig 5, S2 Table) . 
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The recessive ma 2 allele characterized in this study arose in a highly photoperiod 413 sensitive Milo genotype that was introduced into the US in the late 1800's and then selected for 414 early flowering to enhance grain production. Quinby and Karper [29] created near isogenic Milo
